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Dear SMB members, 

Greetings.  This has been an eventful fall, with September 11 and its outcome, nationally and internationally, defining much of what we think and hear about.  In this holiday season, I add my hopes to those of many others in wishing that we can make this world a more peaceful place.

Election time is rolling around.  A President-Elect and new members of the Board of Directors must be chosen.  There is a strong slate of candidates for these positions and ballots will be mailed directly to you in the new year.  Your participation in the Society elections is crucial.  As we saw recently in US federal elections, your vote does count (providing it is counted properly!).  Please be sure to vote.

The three new board members replace Mark Chaplain, Sharon Lubkin and Lisa Sattenspiel.  Many thanks to Mark, Sharon and Lisa for their service to the Society over the last three plus years (and for their continuing service until this July).   The newly elected Board members will assume their positions and join continuing board members Rob de Boer, Gerda de Vries and Suzanne Lenhart at the SMB meeting in Knoxville Tennessee (see below).

Along with the ballots will be a question regarding a change in the Society bylaws.  Organizations often `outgrow' their bylaws.  In the case of the Society, terms on the Board of Directors have evolved to four years, from the three-year term specified in the bylaws.  Four-year terms allow elections to synchronize with the Presidential Elections (every two years), thus simplifying the election process.  The proposed change will make four-year terms standard for Board members.

Mark your calendar now for the SMB Annual Meeting at the University of Tennessee (Knoxville) from 13-16 July, 2002.  The theme of the meeting is "Interdisciplinary Connections and Living Systems."  It will be preceded by a short course on the mathematics of biological complexity, designed for biologists.  The following year's meeting is slated for Dundee in the summer of 2003, and will be organized by Mark Chaplain and colleagues.  In an attempt to embark on long-range planning of SMB annual meetings, we are already discussing 2004 meeting, and have tentatively agreed to hold our annual meeting joint with the newly formed SIAM Life Sciences Group.

As of January 1, 2002, Philip Maini is replacing Lee Segel as Editor of the Bulletin of Mathematical Biology, the journal owned by the Society.  On behalf of the entire Society, thank-you, Lee, for your outstanding service over the years. We are very fortunate to have Philip as the new Editor, and wish him every success.

The SMB newsletter is a forum for all members.  I encourage you to mail submissions to the SMB newsletter, especially to inform members of new meetings and events or to congratulate members for recent successes. Thanks to Ramit Mehr for her excellent work on putting this newsletter, and many before it, together.

A successful society needs to adapt and expand with change in the field of research.  Developing nations have increasing numbers of mathematical biologists; areas of research are growing; applications are increasing; educational needs are changing.  One major purpose of the Society is to connect the diversity of researchers and research ideas across the globe.  I encourage you, as an SMB member, to tell others of the Society and encourage them, when appropriate to become members.  I will do the same.  Spread the news.

Best wishes

Mark Lewis

2002 SMB Annual Meeting

We are pleased to announce that the Annual Meeting of the Society for Mathematical Biology will be held at the University of Tennessee in Knoxville from 13-16 July 2002 in conjunction with an International Conference on Mathematics and Biology. The theme of the Conference is "Interdisciplinary Connections in Living Systems". The Scientific Committee for the Meeting includes Linda Allen, Warren Ewens, Leon Glass, Bryan Grenfell, Leah Keshet, Nancy Kopell, Simon Levin, Mark Lewis, George Oster and Dewitt Sumners. The local organizing committee includes Louis Gross (Chair), Sergey Gavrilets, Eunok Jung, Suzanne Lenhart, Vladimir Protopopescu and Ed Uberbacher. This meeting is hosted by the Division of Biology, the Department of Ecology and Evolutionary Biology, The Institute for Environmental Modeling and the Department of Mathematics of the University of Tennessee and the Biological and Environmental Sciences Directorate and the Computing and Computational Sciences Directorate of Oak Ridge National Laboratory. 

We expect (pending funding support) that the Conference will be preceded by a short course on the mathematics of biological complexity, designed for biologists. Suggestions for special mini-symposia for the Conference should be sent to Lou Gross (gross@tiem.utk.edu) by January 31, 2002. Deadlines for submission of abstracts for talks and posters will be March 31, 2002. We anticipate the availability of funding to provide partial financial support for attendance, particularly for graduate students. More information will become available on the web site at 

http://www.tiem.utk.edu/smb02/
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World Outreach Committee Support Conditions

In order to apply for World Outreach Committee support we require the following conditions:

a) A proposal containing a detailed description of the activity should be submitted to WOC-SMB through any of its members, signed by the organizers who should belong to Universities and Institutions where research on biomathematics is done. It is a requirement that matching funds from the Institution or Organization responsible for the workshop/meeting are provided in order for WOC to consider funding. WOC funds should be used exclusively for support of students/young researchers of the region where the event takes place.

b) If the activity is supported formal acknowledgement must be given to the World Outreach Committee of the Society of Mathematical Biology for the funds provided.

c) At the end of the workshop/meeting, not more than two months after, a report should be received by the acting chair of the WOC committee on the number of students/young researchers supported, names, institutions and academic degrees if any, specifying kind of support (travel and/or living expenses) provided with WOC funds.

d) Any money not used should be returned to the Society in time and form to be specified if necessary.

e) Our Society has a nondiscrimination guideline that must be accepted by the meeting organizers receiving WOC-SMB support. This is the following: "The SMB will support and fund only meetings and individuals' travel to meetings which do not prohibit participation at any level (e.g., organizer, presenter, attendee, etc.) on the basis of gender, race, age, nationality, ethnic background, religious belief or sexual orientation. Meeting organizers who request funding will be asked to sign a declaration to this effect."

Math Awareness Month, 2002 Theme: "Math and the Genome"

Dan Burns, University of Michigan
April 2002, is the annual Math Awareness Month this year. It is sponsored by the Joint Policy Board for Mathematics (AMS/MAA/SIAM) as a sequence of public awareness events mainly directed at young people (undergraduate science majors, e.g.) and the general public to inform them about ways in which mathematics and its uses can be important. This year's theme is "Math and the Genome". There is a web page, which gives more information:

· a few brief essays about the theme for the general public

· some resource materials such as bibliographic and web references

· a downloadable poster designed for the Month (hard copy can be ordered)

· a rolling registry of events on campuses and in local science institutions around the country focusing on the theme

The main URL is http://mathforum.com/mam/02/

Link from there to other features. In particular, you might consider adding a link to your web page, or to any page where science undergraduates or the general public might be likely to see it. The link icon is available at http://mathforum.org/mam/02/icons.html.

Consider organizing a local observance to turn young people on to the excitement of this rapidly emerging scientific area! You can check the website for what others will do as this develops. Help others and make a note on the activities bulletin board of anything which you plan to do. For questions and additional suggestions, write to Annette Emerson (awe@ams.org) or the members of this year's advisory committee, who can be e-mailed via:

http://mathforum.org/mam/02/about.committee.html.
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A First Symposium on

Modeling & Simulation for Computer-Aided Medicine and Surgery

MS4CMS'02 will be held from November 12 to 15th, 2002 at INRIA Rocquencourt, France

The program will be divided into 4 thematic days:

· Day 1 Tuesday 12/11: medical image processing and geometrical modeling

· Day 2 Wednesday 13/11: virtual reality in medicine

· Day 3 Thursday 14/11: numerical simulation - based planification

· Day 4 Friday 15/11: medical and surgical robotics

Information on MS4CMS'02 can be obtained from our web site at:

http://conference.inria.fr/MS4CMS/MS4CMS02.html

Gordon Research Conference "Theoretical Biology & Biomathematics"

Tilton School, New Hampshire, June 9-14, 2002

MARK YOUR CALENDAR NOW!

Mathematical and Theoretical Biology is a rapidly growing field. The purpose of this meeting is to highlight exciting areas of growth and to provide a perspective for future directions. The meeting is designed to be particularly attractive to students and postdocs by providing a broad view and inviting excellent speakers. There will be a prize for the best poster.

The meeting consists of plenary talks and poster sessions. The complete program of the conference can be viewed and/or downloaded at:

http://www.math.ucdavis.edu/~mogilner/Gordon.html

The conference revolves around the theme of “modeling complex networks”, from genetic circuits to ecosystems. There will be sessions on Phylogenetic Trees, Structure and Function of Primary Visual Cortex, Modeling Parkinsonian Rhythms, Modeling Chemotaxis, Gene Regulation Networks (Morphogenesis), Global Environmental Change, Gene Regulation Networks (Robustness and Disease), Transcriptional Regulation, Computational Biology in a Changing Scientific Culture (with special lectures by Charles DeLisi, one of the pioneers of the Human Genome Project, and Marvin Cassman, Director of NIGMS at NIH).

You are invited to attend the meeting and to contribute a poster!

To contribute a poster, send email with your name and affiliation and the title to one of the following co-chairs:

Tim Elston:
elston@stat.ncsu.edu

Ray Mejia:
ray@helix.nih.gov

To apply, go to the GRC web site: http://www.grc.uri.edu/ and click on the link 'Attending a Conference'. (Do not apply to organizers!) In the past few years, there was no waiting list, but this time we expect a greater number of people wanting to attend the conference. So, apply early! Participants will be accepted on the 'first come - first serve' basis, and when the cap of 135 people is a reached, late applicants will be put on a waiting list.
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The publications committee, on behalf of the SMB membership, thanks Lee Segel for his years of service as BMB editor, in which the BMB has become a top journal in the field of mathematical biology. The publications committee welcomes the new BMB editor, Philip Maini, and wishes him all the best in this new role. Manuscripts (an original and three copies) should be submitted to the Editor's secretary, Sara Jolliffe, and addressed to the editor at the following address:

Philip K. Maini

Centre for Mathematical Biology, Mathematical Institute,

24-29 St Giles', Oxford, OX1 3LB, England.

Fax: 44-1865-270515

Telephone: (secretary) 44-1865-270501

Email: bmb@maths.ox.ac.uk
Call for Papers in Bioinformatics and Computational Molecular Biology

Molecular Cancer Therapeutics: 

A New AACR Journal Launching Fall 2001

The American Association for Cancer Research is proud to announce the launch of Molecular Cancer Therapeutics, a new forum for the publication of basic research with implications for cancer therapeutics.

The primary objective of Molecular Cancer Therapeutics will be to publish studies that address the relationships between molecular structures, biological activities, and the mechanisms of action of pharmacological agents in the general area of cancer. In meeting this objective the journal will embrace the emerging disciplines- referred to variously as cancer genomics, pharmacogenetics, or pharmacogenomics- in which modern genome technologies are applied to the study of cancer.

In the process of developing the scope of Molecular Cancer Therapeutics over the last several months, it has become obvious that the promise offered by the application of genome technologies to the study of cancer is accompanied by an ever-growing challenge - evaluating the flood of data generated by cutting-edge technologies intended to answer questions regarding gene and protein structure, gene expression, and the like. The Editors have decided to address this challenge by adding an entirely new section to MCT that focuses on the application of computational techniques to questions in cancer research and are actively encouraging submissions to the journal in this area.

MCT will consider manuscripts in the following broad subject areas (for detailed descriptions of the scope of each category, see "Manuscript Categories"):

· Bioinformatics and Computational Molecular Biology

· Experimental Cancer Therapeutics

· Identification of Molecular Targets

· Targets for Chemoprevention

· New Models

· Cancer Chemistry and Drug Discovery

· Molecular and Cellular Pharmacology

· Molecular Classification of Tumors

Currently, there is no high-quality cancer journal that publishes studies in all of these dynamic areas of research. By establishing Molecular Cancer Therapeutics as the primary forum for these cancer-related studies, the AACR will be able to lead and shape these exciting areas of research, create synergies of thinking about these areas across a diverse readership, and maximize the impact of these disciplines on the conquest of cancer.

For more information, please contact Andy Baxevanis, Senior Editor, at andy@nhgri.nih.gov, or visit the MCT Web site, at www.aacr.org.

LabHEART An Interactive Model of Cardiac Cell:

Ca Regulation and Ionic Currents.
Jose L. Puglisi and Donald M. Bers

Department of Physiology, Loyola University Chicago, Maywood, IL 60153

Since the seminal work of Hodgkin & Huxley, quantitative description of biological systems has become a rapidly emerging field. The increasing power of new computers allows the elaboration of more sophisticated models but many of them lack flexibility. In order to alter some of the crucial parameters of a simulation, the user has to be familiar with the language used in the implementation.  The Department of Physiology of Loyola University has developed a new model that incorporates the latest findings on cardiac calcium regulation and is user friendly as well. Using G-Language (National Instrument) we developed LabHEART. This model incorporates the major mechanisms involved in the generation of cardiac action potentials (AP) and calcium transients. Extremely versatile, LabHEART allows the user to modify parameters such as channel conductance, pump rates, amount of calcium buffers by a simple click on an icon. Stimulation protocol and ionic concentrations can be changed “on-line” by dragging on a control button. One can easily switch between Voltage-clamp and Current-clamp. Graphs such as I-V set, Steady-state inactivation or Recovery curves are also generated. In all cases the output can be printed or saved in an ASCII form for further analysis. The model runs readily on a PC machine and has proved to be useful for research and teaching. A free copy of this software can be obtained at http://www.meddean.luc.edu/lumen/DeptWebs/physio/bers.html
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RFA: “Mathematical Models of Cytokine/Chemokine 

Networks in HIV Associated Lung Disease"

A new request for applications (RFA) entitled "Mathematical Models of Cytokine/Chemokine Networks in HIV Associated Lung Disease" (RFA-HL-02-009), may be of interest to you and your associates.  It was published in the December 7, 2001 “NIH Guide” and is available at: 

http://grants.nih.gov/grants/guide/rfa-files/RFA-HL-02-009.html

The application receipt date is April 12, 2002. It is anticipated that support for this program will begin September 30, 2002. Applicants may request up to five years of support.

The objective of this RFA is to stimulate research on the development and validation of mathematical models of cytokine/chemokine networks involved in the pathogenesis of human immunodeficiency virus type 1 (HIV-1)- associated lung disease.  The RFA encourages the use of computational biological methods to create mathematical models of cytokine/chemokine networks (e.g., using nonlinear mathematical techniques) and innovative collaborations between biomathematicians, clinical investigators, and bench scientists.  An important aspect of this program will be formation of collaborations to validate the mathematical models using biological experimentation systems. We hope to attract senior and junior level mathematicians and quantitative biologists into this area of biological research.  In addition to regular research grants (R01s), the Mentored Quantitative Research Career Development Award (K25) has been included as one of the mechanisms of support under this RFA.

Hannah H. Peavy, M.D. and  Sandra Colombini Hatch, M.D.

Division of Lung Diseases, NHLBI 



Joan T. Harmon, M.D., Ph.D., Division of Bioengineering, NIBIB
First Announcement

Biomathematics Euro Summer School

Dynamical Systems in Physiology and Medicine
Urbino, Italy, July 8-19, 2002
http://www.biomatematica.it/urbino2002

The European Society for Mathematical and Theoretical Biology (ESMTB) is happy to announce a Biomathematics Euro Summer School to be held in Urbino (Italy) July 8-19, 2002.

Dynamical systems constitute a fundamental mathematical and computational framework within which many processes in biomedicine can be described. From tumor growth to hormonal regulation, from the spread of disease to neuronal transmission, the crucial feature of many biological and natural phenomena is their evolution in time. The purpose of the school is to present some fields of application of mathematical modeling of dynamical systems to physiology and medicine, and concurrently to give a presentation of some of the mathematical techniques used in such modeling.

The school will offer five courses centered on the biological background and on the mathematical modeling of relevant biomedical phenomena: the spread of cardiac electrical excitation, with the possible study of arrhytmias; the physiology of blood flow in the pulmonary circulation; the system controlling glucose blood levels by means of the hormone insulin; the activity and synchronization of neurons; the mechanism of production of blood cells with attendant regulations and possible derangements. A workshop on current status and clinical usefulness of mathematical models of the glucose-insulin system, attended by international experts in the field, will complement the courses.

Differential equations, with or without delay, are the natural mathematical tool for the study of dynamical systems. Computationally intensive techniques have also enjoyed increasing recognition, in the wake of the more widespread availability of cheap computing power. The school will therefore also offer two methodological courses, respectively on Delay Differential Equations and on Numerical Methods.

The School is addressed to doctoral students in mathematics or allied disciplines (engineering, physics, statistics) looking for exposure to medical problems, and to young biologists and physicians intending to employ mathematical tools in their research.

The school will be organized along the seven main courses, together with a workshop, invited lectures and participant lectures. Teaching units (lectures by instructors and invited speakers) will be 40' each including 5' questions and discussion, separated by substantial intervals. Lectures by participants (20') will be arranged in couples and follow the same schema. Main courses and workshop will be plenary, while invited talks and student presentations will be split into two parallel sessions. Participants will be given ample opportunity to interact with instructors during and after hours, as well as completing didactic projects in groups of mixed extraction.

Financial support is available for participants.

(continued on next page)

(continued from previous page)

Courses (coordinators) (Number of units)

a) Periodic haematological diseases and leukemia (Jacques Belair) (10 units)

b) Modelling and cellular automata in the study of cardiac arrhythmias and ventricular fibrillation (Alain Bardou) (8 units)

c) Modelling Pulmonary Vascular Pressures (George Cremona) (8 units)

d) Models for the Glucose-Insulin system (Andrea De Gaetano, Andrea Mari) (12 units)

e) Neuronal modeling (Khashayar Pakdaman) (10 units)

f) Delay Differential Equations (Edoardo Beretta) (14 units)

g) Numerical methods (Rodolfo Bermejo) (10 units)

Organizing Committee

Ovide Arino, Edoardo Beretta, Andrea De Gaetano (Managing Director), Simona Panunzi and Fortunata Solimano.

Language

The official language of the school is English

Conference Schedule

The school will be conducted during two working weeks, Monday July 8th through Friday July 19th, including the morning of the intervening Saturday, for a total of 95 teaching units (including courses, invited talks and participant presentations). Each day there will be 9 lecture units of 40 min by the staff and by invited speakers, as well as participant presentations of 20 min each. Accommodations and meals will be provided from Sunday, July 7th, afternoon, through Saturday, July 20th, morning.

Location and Infrastructure

The school will be held entirely within the hilltop campus "Collegio del Colle" ("College-on-the-Hill") of the University of Urbino, in Central Italy.

The "Collegio del Colle" offers an ideal combination of living quarters, lecture halls and ancillary services (restaurant, coffee breaks, telephones, Internet connections, photocopying) distributed on a green hilltop within a single walled enclosure.

The beautiful medieval town of Urbino is about ten minutes walking distance from the school venue, sufficiently close for an easy after dinner stroll. The more commercial Pesaro on the Adriatic shore may be reached by bus or car.

Urbino is served by rail (Pesaro Station), Bus and Plane (Ancona, Bologna or Rome Fiumicino airports then train). Bus shuttle service will be available between Pesaro Railway Station and the school venue, with a clearly visible welcome desk at the station.

If you are interested in coming to the school, please fill in the contact form on the School's web page and you will be kept up-to-date with all developments.

http://www.biomatematica.it/urbino2002
First Announcement

School on Population Dynamics

Bêdlewo, Poland, June 17-21, 2002.

The school is organized by the Institute of Mathematics, Polish Academy of Sciences and the Institute of Mathematics, University of Silesia within the EU Programme Centre of Excellence coordinated by the Stefan Banach International Mathematical Centre through the Package "Mathematical Modeling and Analysis of Cellular Populations".

Scope 

The meeting will focus on mathematical theory and methods applied to study populations of entities, including cells, genes, and biomolecules. There are five main topics 

· Adaptive Dynamics 

· Ecology 

· Epidemiology 

· Physiology 

· Structured Populations Dynamics 

Each topic will be covered in four to five 45-minute lectures. The mathematics behind these topics is mainly devoted to qualitative and quantitative behaviour in ordinary differential equations, partial differential equations, delay-differential equations, integro-differential and integral equations, dynamical systems, control theory, as well as stochastic processes. 

Courses 

· Ovide Arino, Ecology, 4 units 

· Odo Diekmann, Adaptive Dynamics, 4 units 

· Mimmo Iannelli, Epidemiology, 4 units 

· Michael C. Mackey, Physiology, 4 units 

· Glenn F. Webb, Structured Populations Dynamics, 4 units

In addition to the courses, there will be a series of one-hour lectures given by members of the scientific committee and communications by participants (15 min). The target audience is mainly composed of advanced graduate students and Ph.D. students. Applications are also encouraged from researchers who may wish to explore a different field or take part in interdisciplinary studies. 

Contact Addresses 

School e-mail: cmmpd@ux1.math.us.edu.pl

School web page: www.math.us.edu.pl/cmmpd/school/

Mailing address:

Institute of Mathematics

Polish Academy of Sciences

"Population Dynamics"

Bankowa 14/343

40-007 Katowice, Poland

Application 

Early applications are encouraged, especially concerning talks or financial support. 

Compile and return the Application Form directly from the school's web page 

First Announcement

Conference on Mathematical Modeling of Population Dynamics
Bêdlewo, Poland, June 24-28, 2002.

The conference is organized by the Institute of Mathematics, Polish Academy of Sciences and the Institute of Mathematics, University of Silesia within the EU Programme Centre of Excellence coordinated by the Stefan Banach International Mathematical Centre through the Package "Mathematical Modelling and Analysis of Cellular Populations".

Scope 

The conference will focus on mathematical modelling and model analysis of populations at various levels, including cells, genes, biomolecules and of population dynamics in 

· Evolution 

· Ecology 

· Epidemiology and infectious diseases 

· Physiology 

· Immunology and cancer growth. 

Mathematical aspects of these topics include the following non-exhaustive list

· Different scales and techniques of modelling 

· Deterministic and stochastic models. 

· Behaviour of populations such as stabilization, oscillation, growth, extinction... 

· The onset of chaos, bifurcation. 

Conference Site 

The meeting will be held at the Mathematical Conference Centre, a palace complex in Bêdlewo, a property of the Institute of Mathematics of the Polish Academy of Sciences. The palace, built in the 19th century by a famous aristocratic Polish family in a neo-gothic style, is surrounded by a 9-hectare park. The village of Bêdlewo is located ca 30 km to the south from Poznañ, one of the biggest cities in Poland, half way between Berlin and Warsaw. For more details and travel info we refer you to our web page. 

Conference Fee 

Given the funding obtained from the European Commission and other sources, the standard cost to participants is only 300 EURO. The conference fee includes accommodation, full board (three meals), registration fee, and refreshments during sessions and social programme. Proceedings of the conference are planned to be published by Banach Center Publications. Further reduction of fee is possible for a limited number of participants, especially for Ph.D. students and young researchers.

Contact Addresses 

E-mail: cmmpd@ux1.math.us.edu.pl

Web page: http://www.math.us.edu.pl/cmmpd/

Mailing address:

Institute of Mathematics

Polish Academy of Sciences

"Population Dynamics"

Bankowa 14/343

40-007 Katowice, Poland
.Announcing the course/workshop:
Modeling and Simulating Biocomplexity for

Mathematicians and Physicists

Santa Fe Institute (SFI), Santa Fe, New Mexico

August 4 - 9, 2002
Participants

Ph.D. students, post-doctoral students and (primarily) young faculty members - in the mathematical sciences and physics - who are interested in applying their knowledge in the biological sciences.

Prerequisites

This workshop is dedicated to assisting theoreticians who wish to switch their interests into biology.  Thus, no biological background will be assumed. (General background reading is of course helpful. Try parts of “Molecular Biology of the Cell” by Bruce Alberts et al. Garland Publishers, c1994). Preference will be given to those for whom this experience is their first, or one of their first, in theoretical biology. Mathematicians should have had some experience in applying mathematics to some other area; please indicate this experience in your application letter.

Background

SFI has been given a 5-year grant by the National Institute of General Medical Sciences of the National Institutes of Health (NIH) to promote the interaction of experiment and theory in biology. The principal investigators on the grant are Ellen Goldberg (President, SFI) and Lee Segel (Weizmann Institute, External Faculty, SFI).  The first course/workshop in this series was held at SFI in August 2001, and was entitled "Mathematical models in molecular and cellular biology." This event was aimed at showing biologists with a minimal theoretical background how theory can add to their understanding of biology. This year aims at the other side of the coin.

We expect about 30 carefully selected participants to attend, and about 10 outstanding lecturers to present. Typically, each lecturer will give two 75-minute lectures, starting with a careful description of the relevant biological background and continuing with the theoretical analysis and its significance.

Lecturers (Partial list)

Note that the following are authors or co-authors of major textbooks in mathematical/theoretical biology: Edelstein, Keener and Sneyd, Murray, Segel.

Leah Edelstein (University of British Columbia)

Actin dynamics and the cytoskeleton

James Keener (University of Utah)

Modeling heart physiology and cardiac arrhythmias as excitable media

Betty Korber (Los Alamos National Laboratory)

Bioinformatics and AIDS

Henry Markram (Weizmann Institute)

"Liquid computing" by brain microcircuits

Michael Laessig (University of Cologne)

On the physics of biological information: sequence similarity

(continued on next page)
(continued from previous page)

James Murray  (University of Washington)

The growth and control of brain tumors

Luca Peliti (University of Naples) 

Evolution

Lee Segel (Weizmann Institute)

Generating an appropriate immune response

James Sneyd (Massey University)

Cell sodium and calcium: oscillations, waves, and cell volume control

Location

The Santa Fe Institute and St. John's College are located in lovely hills above Santa Fe, New Mexico, at an elevation of 7000 feet. There are wonderful camping and hiking areas; less than 20 minutes' drive brings one to the 10,000-foot base of the ski area. Below lies the high desert, and more great hikes.

The small town of Santa Fe is the third largest art center in the United States. During the summer, the remarkable Santa Fe opera is in full swing, as is a superb chamber music festival.  You may visit the city of Santa Fe website at http://www.santafe.org/

A flexible meeting schedule will allow interested participants to take advantage of some of Santa Fe's attractions, including a morning hike or two and an evening trip to the opera.

Housing

Housing will be provided at St. John's College in Santa Fe, N.M. Housing will be in single dormitory rooms, some with shared bathrooms. Telephone and computer network connectors will be available.  Travel funding for families is not available.

How to Apply

There is no tuition for this course/workshop. Enrollment is limited.

Send a current resume with publications list (if any), statement of current research interests and why this workshop would be beneficial to you, and two letters of recommendation from scientists who know your work. Include your email address and fax number. Send only complete application packages by postal mail to:

Mathematical Models in Biology

Santa Fe Institute

1399 Hyde Park Road

Santa Fe, New Mexico 87501

Applications must be postmarked by March 1, 2002

New - Online Application Form Available at

http://www.santafe.edu - We encourage you to apply online!!

Women, minorities, and students from developing countries are encouraged to apply.

Please address any specific administrative or substantive content questions to 

mathmodel@santafe.edu.

As part of the 2002-2007 Special Focus on 

Computational and Mathematical Epidemiology, 

DIMACS is offering a
Tutorial on Dynamic Models of Epidemiological Problems

Rutgers University, Piscataway, New Jersey

June 24 - 27, 2002
This tutorial will develop mathematical models for the spread of infectious diseases by starting with the most basic dynamic models and then increasing the complexity to include host-vector situations, multiple groups, variable population size, age-structure, differential-delay equations, and functional differential equations. The models presented will address concepts such as thresholds, basic reproduction numbers, stability of equilibria, global stability, Hopf bifurcation to periodic solutions, multiple endemic equilibria and chaotic behavior. Applications to specific diseases such as tuberculosis, influenza, rubella, chicken pox, whooping cough, and HIV/AIDS will be included. Thus the essentials of model formulation and mathematical analysis will be presented, examples of the use of models to answer questions about specific diseases will be examined, and some of the questions, challenges, and opportunities in theoretical epidemiology will be presented.

On each of the 4 days, there will be 5 presentations followed by short discussions. In addition, at the end of each day there will be a discussion centered around a theme.  The three organizers (Carlos Castillo-Chavez, Cornell University; Herb Hethcote, University of Iowa; and Pauline van den Driessche, University of Victoria) will give most of the presentations, but there will be some guest speakers on the last 2 days.

A goal is to go from the most basic models to the research frontiers in mathematical epidemiology. The organizers believe that the material in this tutorial course will be accessible to participants with different backgrounds. Thus this course is suitable for working mathematicians including graduate students, faculty, and postdocs, who know differential equations and want to learn about epidemiology modeling. It is also suitable for epidemiologists, biologists, and biostatisticians with an epidemiology background who want to learn about dynamic modeling of infectious disease transmission and control (some previous exposure to differential equations would be helpful). A mixture of mathematicians and epidemiologists as participants will provide a stimulating atmosphere for the course.

Further information is available at http://dimacs.rutgers.edu/Workshops/EpidTutorial/

For more about DIMACS: http://dimacs.rutgers.edu

 or

Dynamic Models of Epidemiological Problems Tutorial Program Administrator

     DIMACS Center - Rutgers, The State University of New Jersey

     96 Frelinghuysen Road

     CoRE Building, 4th Floor

     Piscataway, NJ 08854-8018

For more about the DIMACS Special Focus on Computational and Mathematical Epidemiology: http://dimacs.rutgers.edu/SpecialYears/2002_Epid/

Pre- and Post- Doctoral Positions at the Sloan Center, UCSF

The Sloan Center for Theoretical Neurobiology at UCSF solicits applications for pre- and post-doctoral fellowships, with the goal of bringing theoretical approaches to bear on neuroscience. Applicants should have a strong background and education in mathematics, theoretical or experimental physics, or computer science, and commitment to a future research career in neuroscience. Prior biological or neuroscience training is not required.

The Sloan Center offers opportunities to combine theoretical and experimental approaches to understanding the operation of the intact brain. Young scientists with strong theoretical backgrounds will receive scientific training in experimental approaches to understanding the operation of the intact brain. They will learn to integrate their theoretical abilities with these experimental approaches to form a mature research program in integrative neuroscience. The research undertaken by the trainees may be theoretical, experimental, or a combination.

To apply for a postdoctoral position, please send a curriculum vita, a statement of previous research and research goals, up to three relevant publications, and have two letters of recommendation sent to us.  The application deadline is February 1, 2002. 

Send applications to: 

Sloan Center 2002 Admissions

Sloan Center for Theoretical Neurobiology at UCSF

Department of Physiology

University of California

513 Parnassus Ave.

San Francisco, CA 94143-0444

Pre-doctoral applicants with strong theoretical training may seek admission into the UCSF Neuroscience Graduate Program as a first-year student. Applicants seeking such admission must apply by Jan. 5, 2002 to be considered for fall, 2002 admission. Application materials for the UCSF Neuroscience Program may be obtained from 

http://www.neuroscience.ucsf.edu/neuroscience/admission.html 

or from

Pat Vietch

Neuroscience Graduate Program 

Department of Physiology 

University of California San Francisco 

San Francisco, CA 94143-0444 

neuroscience@phy.ucsf.edu 

Be sure to include your surface-mail address. The procedure is: make a normal application to the UCSF Neuroscience program; but also alert the Sloan Center of your application, by writing to

sloan-info@phy.ucsf.edu. 

If you need more information: 

· Consult the Sloan Center WWW Home Page: http://www.sloan.ucsf.edu/sloan 

· Send e-mail to sloan-info@phy.ucsf.edu 

· See also the home page for the W.M. Keck Foundation Center for Integrative Neuroscience, in which the Sloan Center is housed: - http://www.keck.ucsf.edu/

Eleventh International Colloquium on 

Numerical Analysis and Computer Sciences with Applications

Plovdiv , Bulgaria, August 12-17, 2002

We have organized two colloquia at the same time in Plovdiv: the first  (August 12-17) is the Colloquium on Numerical Analysis and Computer Sciences with Applications and the second (August 18-23) is the Colloquium on Differential Equations.

Contact address for the Chairman of the Organizing Committee:

Professor Dr. Drumi Bainov

P.O. Box 45,

Sofia 1504, Bulgaria

Tel: +3592437343

Fax: + (359)29879874

E-mail: drumibainov@yahoo.com

Please email the chairman for more information on specific topics covered at the colloquia

[image: image6.wmf]
The Third International Conference on Mathematical Biology

August 15-18, 2002, Guilin, China

A Satellite Meeting of ICM-2002

Mathematical biology is an emerging interdisciplinary science that closely ties together life sciences and mathematics. It covers a wide range of fields and attracts the growing attention of many experts and researchers. The 21st century promises a new era of rapid growth of modern life sciences and biotechnology. This conference will provide a unique opportunity for researchers to present their latest views and achievements in their scientific research areas and obtain cutting edge information on science and technology. The objective of this conference is to promote academic exchanges that will further high level research in the field of mathematical biology and facilitate the development of modern technology in applications relevant to the world economy, social development and the environmental protection.

This conference will focus on recent advances in the theory and applications of Mathematical Biology. There will be several invited expository addresses covering recent trends and many invited lectures on problems of current interest and important applications in various disciplines. Topics of interest include but not limited to: 

· Mathematical Ecology 

· Epidemiology 

· Biometrics 

· Bioinformatics 

· Mathematical neuroscience 

· Related mathematical problems in Biology

More information can be found on the website at: http://math.la.asu.edu/~kuang/guilin.html
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