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Dear SMB member:
There are several exciting developments worth reporting on, and details for some of these will be found elsewhere in the newsletter.  First, plans are proceeding for the annual meeting in Utah in 2000, under the leadership of Mark Lewis.  An exciting program is being planned, and this is a beautiful location for a meeting in the summer – with nice vacation opportunities nearby if you have time before or after the meeting.  The meeting will include a broad range of invited speakers and symposia, with plenty of time for informal interaction.

We are also beginning to work on plans for meeting in 2001, joint with the Japan Association of Mathematical Biology (JAMB).  Initial response from the members of the Japanese Society was described as enthusiastic.  I will be looking for someone to help co-ordinate this meeting, with Hawaii as the most reasonable location.  Given the success of our joint meeting last year with the European Society, the possibility of another joint meeting is very exciting.  

Academic Press, the publisher of our Society’s journal, Bulletin of Mathematical Biology, agreed to hold the price charged to our members at the current level for 2001, in exchange for our Society members encouraging their libraries to subscribe.  I realize that libraries have tight budgets, and you may feel that encouraging subscription to a journal you already receive is not important.  However, our journal’s future cost to you, and its future in other ways, depends on a broad subscription base.  The readership for the papers you publish in the journal depends on broad accessibility as well.  Thus, I would encourage you to make sure your library subscribes, either to the hard copy, the electronic version, or both.  As well, please do renew your Society membership for 2001, and encourage colleagues and students to join. 

I would like to thank Ray Mejia for attending, as the Society’s representative, a Presidents Summit run by the American Institute of Biological Sciences in Washington D.C. in November.  As Ray noted, mathematical biology as a discipline was recognized as Dr. Rita Colwell, Director of NSF, emphasized the role and importance of mathematics in biology.  This recognition has also been backed up by grant initiatives, including the current call for biocomplexity grants from NSF.  However, as Ray noted, courses in biomathematics or mathematical biology or modeling are essentially absent from undergraduate curricula.  This is an area where we (both individually and as a Society) should be able to have an impact, and availability of good undergraduate training is important for producing future workers in mathematical biology.  

The outcome of the summit was to develop a series of eight initiatives in the following areas: 1. Rational Making of Case for Biosciences; 2. Evaluate and Propose Models of Undergraduate Curricula in Biology; 3. Exploring Life: Initiate New Funding Opportunities; 4. Collaborative Biological Resource for K-12 Teachers; 5. AIBS Millennium Fellows (Diversity); 6. Evolution Initiative; 7. Public Issues Council;         8. Expand Public Policy.  SMB can contribute to a number of these areas, and many are in line with current SMB initiatives.

I would finally like to thank our publications chairperson, Ramit Mehr, who is one of many working hard for the Society.  If you, or someone you know wants to participate more in the workings of the Society, note that the time for Society elections is drawing nearer, and if you have suggestions please do contact the nomination committee.  Once again, I would like to emphasize that you should feel free to contact me or other officers with any comments, suggestions, or questions.  

Yours sincerely,

Alan Hastings
President, Society for Mathematical Biology

Publications Committee Report

by Ramit Mehr

SMB Publications -  the Bulletin of Mathematical Biology, The Newsletter and the electronic SMB Digest - are all being turned out smoothly by now. Our only problem is that SMB members are not sending enough materials.  Please, send any item that you think will be of interest for all members; not only advertisements of your meetings and programs, but also reports from meetings you went to, programs you've participated in, etc. This may help other members follow the field. Also, please make sure that the libraries in your institutions keep their subscriptions to the BMB.  

Our website has a new look, please check it out!  It was created in response to members' requests to make it easier to navigate the website even with non-frames browsers, and as part of our efforts to keep the information current.

One request that has been supported by several members is that we let members access the "members email address" database by themselves, so they can update their email address there as soon as they move.  We have explored the possibilities, but have decided to leave the database in its present, moderated form. There are several reasons for this. The most important one is security. Members are constantly coming and going in SMB, it seems, and so we would need a user ID and password for every member of SMB.  This means some sort of double-check that this person is indeed a member before they could be given their password and a database kept for access.  This could be done, but it would not be something that can be done quickly or easily.  It would mean a lot more work for us - the publications committee, the treasurer who maintains the updated membership lists, and especially our webmistress.  So we  decided to leave it as is.

The procedure now remains as follows. If you move, or change your email address or other details, you send your updated coordinates to Torcom Chorbajian, the SMB treasurer.  Torcom will forward the email address change to Elizabeth Scholl, our webmistress, after verifying that you are a member of good standing.  Elizabeth will do her best to keep the database file updated on a regular basis. 
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SMB Finance Committee

with excerpts by Raymond Mejia

The Finance Committee reported on its status in the September, 1999 Newsletter.  You can look on our website http://www.smb.org/newsletter/12.3/finances.shtml for the whole report.  Because a recent report has been made, we did not ask current committee chair, John Tyson, to submit another.

An excerpt from Raymond Mejia’s previous report follows:

“The Executive Board of the Society met June 29, 1999. Ray Mejia, chair, and Torcom Chorbajian, Treasurer, presented the Financial Report for Fiscal Year 1999 and the Budget for Fiscal Year 2000. These were also discussed at the Member's Meeting on June 30, 1999. 
SMB finances are in good standing with revenues exceeding expenses by 36% during FY99. Investment income and donations by members have permitted support of activities that include student participation at meetings, an initiative on world outreach, and the Okubo Price. 

The Budget for FY2K projects a 23% excess of revenues over expenses, includes a continued freeze on member dues, and allows for reciprocity agreements with other societies of mathematical/theoretical biology.”

SMB Education Committee

by John R. Jungck
Lou Gross chaired another highly successful symposium: "Education in Mathematical Biology," with four speakers, at last summer's joint European Society for Mathematical and Theoretical Biology (ESMTB)/SMB meeting in Amsterdam June 29 - July 3rd.  After the meeting, discussion continued to explore the possibility of greater visibility for education in the Bulletin of Mathematical Biology.  Lee Segel, Editor, approved of the idea of a special section entitled: "Classroom Notes." Since the re-establishment of the SMB education committee at the North Carolina State University meeting, he has welcomed educational articles for the journal.  Unfortunately, to date, no manuscript has been deemed of sufficiently general and lasting significance to warrant journal space.  However, it is hoped that a "Classroom Notes" section will be much more suitable for contributors.  Please submit ideas or manuscripts directly to Dr. Segel.  Matthew Miller, University of South Carolina, (miller@math.sc.edu) published elsewhere one such example: "Resource Competition in Algae: A Class Project in Mathematical Biology" which members may want to consult as an example.

Our committee has been asked again to organize an hour and a half symposium at the SMB meeting in Utah in August.  Two out of four speakers have already volunteered; please contact me at jungck@beloit.edu if you are interested in presenting.   Lou Gross has sought to establish connections with a group in computational molecular biology that also has educational interests.  Mark Lewis, Chair of this year's meeting (mlewis@math.utah.edu) has indicated that equipment for computer demos and video projection will be available.  We would also like to explore running a separate session for demonstrating materials to one another in a casual atmosphere for one-on-one interactions.   
In the past ten years, special meetings on mathematical biology education have been held at campuses between annual meetings. These have been organized by Lou Gross, University of Tennessee - Knoxville (two different times); Jim Cornette, Iowa State University; Jorge X. Velasco Hernandez, UAM-Iztapalapa, Mexico; Anita Salem, Rockhurst College; and myself at Beloit College.  We would welcome someone taking the initiative of organizing another such conference. I am sure that many members of the SMB Education Committee would gladly share their experiences in setting up these previous workshops. 

SMB member Joe Mahaffy, San Diego State University, has posted his "Calculus for Biology" exercises on a web site: http://www-rohan.sdsu.edu/~jmahaffy/courses.html for members to peruse and give him advice for improvement. These are updated from files currently published in The BioQUEST Library and are less dependent upon Maple and Excel.  He is particularly eager to have "knowledgeable people give [him] additional good connections or web links to add to [his] site for related topics."   

On a personal level, I can report the eagerness for a much more significant role of mathematics in biology education by the numerous requests to present a talk entitled "Ten Equations that Changed Biology and that Should Change Biology Education" which is based on an article that was published in Bioscene: Journal of College Biology Teaching http://www.acube.org in 1997.  The institutions include Arizona State University, Indiana University, University of Massachusetts Amherst, St. Michael's College, University of Wisconsin Madison, University of Chicago, City University of New York, Rockhurst College, ... with invitations to present it at Ohio State University in April and University of Delaware in May.  Everywhere I went, I was impressed with the readiness to think about the inclusion of much more mathematics in undergraduate biology education and for more use of problem solving approaches.

As usual, we ten members of the SMB Education Committee eagerly look forward to hearing suggestions from you about what we can do to improve the state of mathematical  biology education.   

Announcing the SMB Mentoring Program

by Gerda de Vries 

The Society for Mathematical Biology recognizes the importance of mentoring in the development of a successful career in mathematical biology, and is piloting a mentoring program.  Our initial mentoring program is for the benefit of junior scientists attending the International Conference on Mathematics in Biology, Annual Meeting of The Society for Mathematical Biology, August 3-5, 2000 in Salt Lake City, Utah.  The goal of this program is two-fold:

· to optimize the educational and professional experience of mentees attending the conference;

· to assist the mentees' socialization into the field of mathematical biology.

If you would like to participate, either as a mentee or as a mentor (or both), contact the coordinator of the mentoring program.  The coordinator will find suitable matches, based on research interests and/or special requests.

It is expected that the bulk of the interaction between the mentor and mentee will occur during the conference, although initial contact may be made before the conference.  Of course we hope that the relationship is mutually satisfying to the mentor and mentee, and will continue after the conference!

At the conference, we envision the following types of interactions, as the mentor and mentee see fit:

· mentors introduce mentees to their colleagues to help the mentee establish a professional network;

· mentors and mentees spend a lunch or dinner together discussing the mentees' educational and/or career objectives;

· mentors share their career experience with their mentees;

· mentors attend the (poster or lecture) presentation of the mentee and provide constructive feedback;

· mentors spend some time explaining how conference presentations relate to each other, or how they fit into 'the bigger picture'.

We ask that mentors and mentees keep their discussions confidential to protect the privacy of everyone involved.

To sign up, contact the coordinator of the mentoring program:

       Gerda de Vries

       Department of Mathematical Sciences

       University of Alberta

       Edmonton, Alberta

       T6G 2G1

       CANADA

       email: devries@math.ualberta.ca

       fax: (780) 492 - 6826

In your message, please include the following information:

· Your mailing address, email address, and fax number;

· A brief (one paragraph) description of your research interests;

· Your career stage;

(continued on next page)

(continued from previous page)

· For mentees:  Do you have any special requests?  For example, perhaps you would like a mentor who speaks a certain language, lives in a certain geographical region, has a dual-career family, etc.

· Mentors: Do you have any special expertise that may be of benefit to mentees?  Please include with your information whether you are willing to interact with mentees in a language other than English, whether you can advise on dual-career issues, etc.

We cannot guarantee perfect matches, but we will try our best!

If the pilot mentoring program at the Utah conference is a success, the SMB plans to introduce a general mentoring program, for the benefit of any member of the SMB looking for advice from a mentor at a more advanced career stage.  The extended program will not be limited to meetings, and mentoring relationships may occur entirely via electronic means, so that anyone can participate.  Watch for future announcements in the SMB Newsletter and the electronic SMB Digest.

For more information on the mentoring program, including tips on good mentoring, see http://www.smb.org/mentoring.shtml 
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Report on World Outreach Committee activities

by Jorge X. Velasco-Hernandez

1. World Outreach Committee (WOC) report was elaborated and published in the SMB Newsletter (Volume 12 number 2). Thanks to all members.

2. Requests were sent to members to report on biomathematical activities, researchers and sister Societies. Members are currently gathering information.  The profile of the Mexican Math Society as related to BioMath activities was published in the previously mentioned newsletter report. See the Newsletter on the web for the email addresses of Mexican Biomathematicians and Latin America Mathematicians, plus contact with the ALAB (Latin American Society for Mathematical Biology).

3. Two proposals were presented on the use of funds allocated to the WOC (by Tanya and then seconded by Coraci): 

· To restrain from spending the money on meetings of the WOC members or similar activities and try to "invest" in ways that would increase our funds. I suppose the next thing to do is to think of possible activities in this direction.

· Another possible use of our money is to organize a school in one of the possible geographic areas (Latin America, Eastern Europe, Asia, etc) and use this money for bringing one of the well known people in the field to give a course.

4. Dr. Geoff Alidis from the New Zeland biomathematicians was incorporated as a new member of the WOC.

5. The first book published in Spanish on Mathematical Biology was reviewed in the Bulletin (in English, with approval of Prof. Lee Segel). This book is a text book that will be very popular in the region because of its quality and because of the limited access to good math textbooks in Spanish.

International Conference on Mathematics in Biology and

Annual Meeting of the Society for Mathematical Biology
Will be held at the University of Utah, August 3-5, 2000

MARK YOUR CALENDAR NOW!

The meeting will consist of plenary talks, minisymposia, contributed talks, poster sessions and a lunch talk. We intend to have a `careers information' lunch for students, and an education section.  There will also be several field trips timed around the meeting.  Student travel awards will be available.

PLENARY SPEAKERS: Sally Blower, George Oster, Tamar Schlick

MINISYMPOSIUM SUBJECTS AND ORGANIZERS:

BIOFLUIDS: 


Lisa Fauci

CANCER: 


Mark Chaplain and Andrej Yakovlev

DISEASE: 


Denise Kirschener

IMMUNOLOGY: 

Lee Segel

MOLECULAR MOTORS: 
Alex Mogilner

THEORETICAL ECOLOGY: 
Alan Hastings

An Education in Mathematical Biology session will be organized by John Jungck and the Careers Lunch will be organized by Lou Gross. Gerda DeVries is organizing a Mentoring Program to foster interactions between junior and senior researchers.

We encourage applications to give contributed talks and posters.  The FIRST CALL FOR PAPERS will be JANUARY 15, 2000 with online information available then at http://conferences.utah.edu.

We will have field trips to see wildflowers in Albion Basin (8000 feet up in the Wastach Mountains) and to the nearby pristine Red Butte Canyon.

Conferees will be housed in the new University of Utah Guest House, which is within walking distance of the central Conference location.

SCIENTIFIC COMMITTEE: Mark Chaplain (Dundee), Lisa Fauci (Tulane), Lou Gross (Tennessee), Alan Hastings (Davis), Alex Mogilner (Davis), Alan Perelson (Los Almos), David Rand (Warwick) and James Sneyd (Michigan)

LOCAL ORGANIZING COMMITTEE: Mark Lewis, Fred Adler, David Eyre, Aaron Fogelson, Jim Keener and Hans Othmer.

Online abstract submission, registration, accomodation, field trip information, student travel information and general information will be available JANUARY 15, 2000 at http://conferences.utah.edu.

CONTACT INFORMATION:

Mail:   
SMB 2000

        
University of Utah Conferences

        
Room 2174

        
1901 E South Campus Drive

       
 SLC UT 84112-9359 USA

Web:    http://conferences.utah.edu

Email:  confer@admin.dce.utah.edu

Tel:    (801) 581-5809

Fax:    (801) 581-3165
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Isaac Newton Institute for Mathematical Sciences
From Individual to Collective Behaviour in Biological Systems
September to December, 2001 – Cambridge University

Organisers: HG Othmer (Utah), PK Maini (Oxford), TJ Pedley (Cambridge), BD Sleeman (Leeds)

Description of the programme

In recent years there has been an explosive growth in our  knowledge of  biological processes, especially at the molecular and cellular level.  However, understanding the behaviour of individual enzymes, cells or  organisms in isolation is only a first step in understanding the collective behaviour of a population of such individuals. Incorporating individual aspects of behaviour into macroscopic descriptions of population behaviour is a challenging problem, even if only deterministic aspects are considered. In addition, stochastic effects are often important, whether at the level of switching on genes or at the level of spatial variability in ecology. However, random noise can produce undesirable effects, and one may expect to find mechanisms for buffering the effects of noise in development and ecology. Therefore probabilistic methods play an important role in deriving a population-level description from models of individual behaviour, though it is unlikely that the same mathematical approach will be applicable at all levels of  organization.

Four major biological areas in which these mathematical questions are central and in which the biological questions can guide the mathematical developments have been chosen for this programme: 

(1) Physiology. Here the emphasis will be on bringing together those who have established detailed descriptions of individual cells and study their interactions in a computational framework, and those who try to establish average or continuum models, based on the same microscopic data, in advance of computation. 

(2) Developmental biology. This topic covers all aspects of pattern-formation in populations of cells. The interaction between signalling, gene expression, genetic regulatory networks, cell movement and differentiation at the single-cell and population level will be stressed. 

(3) Stochastic spatial ecology. In this time of unprecedented environmental change it is crucial for scientists to formulate and analyze stochastic mechanistic descriptions of the change based on underlying ecological processes: examples include, the evolution and maintenance of biodiversity, extinction thresholds, the spatial spread of introduced pests; the shift of species ranges as a result of environmental change (climatic or directly man-made), etc. 

(4) Theoretical immunology. New techniques have led to an increasing stream of kinetic data on the populations of various types of immune cells. Mathematical approaches are required to integrate this data to gain insights into the dynamics of the immune cell response, the homeostatic regulation of immune cells and immune memory, and mechanisms of cytopathicity and resistance.

The specific program in each of the four major areas is formulated with the advice and assistance of a leading biologist:

Physiology - Dennis Noble (Oxford) 
Stochastic spatial ecology - Charles Godfray (Imperial)

Developmental biology - Michael Akam  (Cambridge)
Theoretical immunology - Martin Nowak (Princeton). 

(continued on next page)
(continued from previous page)

Each month of the programme will be devoted to one of the topics, beginning with a workshop on both the biological problems and those mathematical approaches which might be expected to be fruitful. While most biological participants will probably wish to stay for only one of the topics, it is hoped that key mathematical scientists will stay for the whole four-month period.

Description of the Newton Institute

The purpose of Newton Institute programmes is to bring together mathematicians and scientists who are interested in a particular area of science or mathematics but do not commonly join forces to attack research problems simultaneously from their different points of view. It is hoped that, by means of conferences, workshops, seminars and, especially, intense and prolonged interaction among small numbers of key people, significant new advances can be promoted. Normally, there are up to 20 long-term participants staying at the Institute at any one time during a programme, though it is expected that only a few of those 20 will remain for the whole programme.

Thus, in the context of the present programme, we expect that a few participants from (different areas in) the mathematical sciences will be present throughout, but that the principal long-term biologists will normally stay only for their particular subject, though overlapping a bit with the neighbouring ones, we hope. We will welcome young scientists (recent PhDs) as long-term participants as much as more senior figures. Larger numbers of participants will of course be invited to the associated workshops and conferences.

The Newton Institute is able to offer financial support to those of the longer-term participants who need it. This will be in the form of a contribution to travel and subsistence costs (maximum: 335 pounds per day) rather than salary. The Institute will arrange accommodation, desk space, and computer access for long-term participants. By September 2001, a substantial part of  the University‘s two mathematics departments (Department of Pure Mathematics and Mathematical Statistics and Department of Applied Mathematics and Theoretical Physics) will be installed in the new Centre for Mathematical Sciences in nearby buildings. The University‘s new Mathematical and Physical Sciences Library should also be open by then, on a neighbouring site, and the Institute has a small library of its own.

At the same time as our programme, there will be a parallel programme at the Institute, on Integrable Systems.

Frequently updated information on the programme, including details of how to apply to participate, can be found on the web-site: http://www.newton.cam.ac.uk/programs/icb.html
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Modelling Spatiotemporal Dynamics in Interacting Systems

March 31- April 1, 2000 - Oxford

Organiser: P. K. Maini

Sponsored by the London Mathematical Society

As experimental technology in the life sciences increases, generating more and more data, it is becoming clear that a theoretical framework is required within which these results can be interpreted. This has led to a number of exciting new challenges to mathematics, with the result that the application of mathematics to the life sciences is becoming a rapidly growing area. The aim of this meeting is to promote this area of mathematics. A major challenge concerns how to incorporate the properties and interactions of individual, component elements into a whole population (organ) model.  This meeting aims to bring together young people starting in the area and senior, established scientists, to explore this issue.  Particular topics to be studied include developmental biology, cardiac physiology, neurobiology, ecology and epidemiology.

FIRST CALL FOR PAPERS - SPECIAL SESSION ON MOLECULAR COMPUTING

2000 CONGRESS ON EVOLUTIONARY COMPUTATION

July 16-19, 2000 - San Diego, California

The 2000 Congress on Evolutionary Computation will highlight recent research covering all forms of evolutionary computation while fostering intertechnique discussions and cooperative progress in the evolutionary computation field. CEC2000 is jointly sponsored by the IEEE Neural Networks Council, the Evolutionary Programming Society, and the Institution of Electrical Engineers, the same organizations that sponsored the successful CEC99 in Washington, D.C.

Special Session on Molecular Computing

Organizer: Martyn Amos

Department of Computer Science 

The University of Liverpool

Peach Street

Liverpool L69 7ZF

United Kingdom

Phone: +44 (0)151 794 3671 

Fax : +44 (0)151 794 3715 

Email: martyn@csc.liv.ac.uk

http://www.csc.liv.ac.uk/~martyn/cec2000
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6th International Meeting on

DNA BASED COMPUTERS

June 13 - 17, 2000

University of Leiden

http://www.lcnc.nl/dna6

FIRST CALL FOR PAPERS

The 6th International Meeting on DNA Based Computers will be held under the auspices of the ACM Special Interest Group on Algorithms and Computation (SIGACT) and the European Association for Theoretical Computer Science (EATCS).

The past six years have witnessed an amazing growth of knowledge on biomolecular computation and DNA nanotechnology.  Continuing in this tradition, this year's meeting will focus on the best theoretical and experimental results in this area.

Papers and poster presentations are sought in all areas that relate to computing with DNA including (but not limited to): algorithms and applications, models of molecular computation, analysis of laboratory techniques, error correction, sequence design and simulation software, useful DNA chemistry and motifs, computation by molecules other than DNA, computational processes in vivo, and fundamental limits to computation. We particularly encourage papers and posters reporting experimental results.

For more information on the conference, see http://www.lcnc.nl/dna6.  For questions relating to submission of papers or posters, send email to dna6@cs.ubc.ca.

FIRST CALL FOR PAPERS

The Eighth International Conference on

Intelligent Systems for Molecular Biology (ISMB 2000)

August 19 - August 23, 2000 - San Diego, California USA

http://ismb2000.sdsc.edu              ismb2000@sdsc.edu

Introduction

The ISMB conference provides a general forum for disseminating the latest developments in bioinformatics.  ISMB is a multidisciplinary conference that brings together scientists from computer science, molecular biology, mathematics and statistics.  Its scope includes the development and application of advanced computational methods for biological problems. Relevant computational techniques include, but are not limited to: machine learning, pattern recognition, knowledge representation, databases, combinatorics, stochastic modeling, string and graph algorithms, linguistic methods, robotics, constraint satisfaction, and parallel computation. Biological areas of interest include molecular structure, genomics, molecular sequence analysis, evolution and phylogenetics, molecular interactions, metabolic pathways, regulatory networks, developmental control, and molecular biology generally. Emphasis is placed on the validation of methods using real data sets, on practical applications in the biological sciences, and on development of novel computational techniques. Over 800 attendees are expected.

Special Emphasis

ISMB 2000 will place special emphasis on knowledge discovery from the modeling and simulation of complex biological systems. This includes, but is not limited to: interpretation of large-scale gene expression data, whole genome comparative analysis, mathematical modeling of biochemical pathways, and interpretation of large macromolecular assembles using data at different resolutions.

Key Dates

Meeting: 

Tutorial presentations: Aug 19, 2000

Paper presentations: Aug 20-23, 2000

Paper Submissions:

Papers must be received by: Feb 14, 2000

Replies to authors by: Mar 20, 2000

Revised papers must be received by: Apr 10, 2000

Open Poster Submissions

Abstracts must be received by: May 31, 2000

Tutorial Proposals

Short (1-paragraph) proposals must be received by: Jan 15, 2000

Full (3 page) proposals must be received by: Feb 15, 2000

Replies to proposers by: Apr. 1, 2000

Draft handouts must be received by: May 1, 2000

Final handouts must be received by: July 01, 2000

Tutorials presented: Aug 19, 2000

Registration

Begins: Apr. 15, 2000 Ends: June 15, 2000

Call for Contributions, Call for Proposals

The Sixth International Conference on

MATHEMATICAL POPULATION DYNAMICS

June 3 - 8, 2001 - Marrakech, Morocco

Organized by

The Department of Mathematics, Chalmers University of Technology

and the University of Göteborg Göteborg, Sweden

Le Centre Internationale de Formation et de Recherche: Systemes Dynamiques

Marrakech, Morocco

The sixth International Conference on Mathematical Population Dynamics is an interdisciplinary meeting of biologists and mathematicians concerned with populations of biomolecules, genes, cells and living organisms as well as other topics of mathematical population biology and epidemiology. The meeting will be focused on (both deterministic- and stochastic) mathematical theory, model analysis, and modelling of quantitative data pertaining to cell- and molecular biology, epidemiology, cancer research, population genetics, population biology and other related areas.

Proposals for topics and subjects may be submitted to the conference secretaries: Marina Alexandersson - Ulrica Olofsson - Ziad Taib.

Please send the application by mail, fax, e-mail or the online form that can be found at the conference home page, preferably before September 1, 1999 to one of the scientific secretaries and mark the envelope "MPD6".

Department of Mathematics 

Chalmers University of Technology

and the University of Göteborg

S-412 96 Göteborg, Sweden

Phone +46 31 772 35 30

Fax +46 31 772 35 08

e-mail: mpd6@math.chalmers.se

http://www.math.chalmers.se/~ziad/popdyn/Mpd6/index.html
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Biocomplexity: Special Competition 2000

by Raymond Mejia

The National Science Foundation has announced a new competition for proposals about biocomplexity in the environment.  The URL for the announcement is: http://www.nsf.gov/cgi-bin/getpub?nsf0022

The official title of the program is:

BIOCOMPLEXITY: SPECIAL COMPETITION

Integrated Research to Understand and Model Complexity among Biological, Physical, and Social Systems

This competition offers special opportunities for the mathematical and physical sciences. Proposals are due March 1, 2000, with letters of intent by January 31, 2000.

The Journal of Computational Biology is available Online

Mary Ann Liebert, Inc. is pleased to announce that members of the Society for Mathematical Biology may receive a free on-line issue of the peer-reviewed journal, Journal of Computational Biology: A Journal of Computational Molecular Cell Biology.  This journal covers: genomics; mathematical modeling and simulation; distributed and parallel biological computing; designing biological databases; pattern matching and pattern detection; linking disparate databases and data; new tools for computational biology; relational and object-oriented database technology for bioinformatics; biological expert system design and use; reasoning by analogy; hypothesis formation and testing by machine; and management of biological databases.

To access the on-line version of Journal of Computational Biology, please go to: 

http://www.liebertonline.com

Click on "Free Sample" and follow the links.  The full text is now available in PDF format, for use with Adobe Acrobat Reader.  Enjoy "test driving" the search engine and the citation linking features.

If you ask your library to obtain online access, you might wish to mention that an online subscription gives the institution a site-wide license, with no restriction on number of users or concurrent users.
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Postdoctoral Appointments in Bio-Informatics

Brookhaven National Laboratory

Postdoctoral positions are available at the Brookhaven National Laboratory (BNL) Center for Data Intensive Computing. This Center is the newly constituted computational science research organization of BNL, with a strong affiliation to the State University of New York at Stony Brook. The successful applicant will have a Ph. D., with capabilities and interests in working with scientists in Brookhaven's Biology and Medicine program in quantitative biological modeling, structural biology, medical imaging, or

related topics. See http://www.cdic.bnl.gov/ for more information on the CDIC.

Candidates should submit a CV, statement of scientific interest and career objectives, and three letters of reference to: 

J. Glimm

Brookhaven National Laboratory, CDIC

Bldg. 515, PO Box 5000

Upton, NY 11973-5000.

Brookhaven National Laboratory is an equal opportunity employer committed to workforce diversity.

Postdoctoral Position in Mathematical Modeling of Host-pathogen Dynamics in Infectious Diseases

Job description: Infectious diseases remain a great threat to humankind, as illustrated by the advent of relatively new infectious agents (such as HIV) and the re-emergence of well-known pathogens (such as TB).  The work in my laboratory focuses on host-pathogen interactions in infectious diseases.  In our quest for understanding both host immunological responses and microbial characteristics, we have examined a wide range of pathogens.  Our main focus, however, is on persistent infections -- infections that the body is not able to clear.  This includes a wide range of pathogens from bacteria (e.g. Helicobacter pylori and Mycobacterium tuberculosis) to viruses (e.g.  HIV and Herpes).  These pathogens have evolved strategies to evade or circumvent the host-immune response.  Our goal is to understand the dynamic interactions between host and pathogen, and how perturbations to these interactions (via treatment with chemotherapies or immunotherapies) can lead to prolonged health or cure.  Our main research tool is deterministic mathematical models.

The model equations are analyzed by standard tools of dynamical systems theory:  bifurcation theory, phase plane analysis, numerical simulations, uncertainty and sensitivity analyses.  Theoretical results are compared to experimental data to validate and refine the models.  Candidates should have some familiarity with programming (e.g.  languages such as C or Fortran, but experience in any language will suffice) and running computer programs (such as Mathematica, MATLAB and XPPAUTO) on either or both PC and UNIX platforms.

Salary:  $25-30,000/year for up to three years, depending on qualifications and experience.  Start date is negotiable, after August 1st, 1999.  There are no teaching duties with this position.  However, additional funding may be available via teaching courses through the mathematics department.

Applications: Applicants should send a curriculum vitae, transcripts from both graduate and undergraduate institutions, and a letter describing research interests and summarizing the Ph.D.  work.  A copy of any published papers would be welcome.  Please have 3 letters of reference sent as well.

For more information, contact Denise Kirschner via email or phone, and visit the lab web page at:  http://malthus.micro.med.umich.edu/~kirschne/lab.html

Dr.  Denise Kirschner 

Department of Microbiology and Immunology

University of Michigan Medical School

6730 Medical Science Bldg II

Ann Arbor, MI 48103-0620 

Phone: 734-647-7722,  FAX: 734-647-7723
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Ph.D. and Postdoctoral Positions at the

Swiss Federal Institute of Technology--Lausanne
Applications are invited for Ph.D. and/or Postdoctoral positions within the Chair of Applied Analysis and the Laboratory for Computation and Visualization in Mathematics and Mechanics (LCVM2), which form part of the Department of Mathematics at the Swiss Federal Institute of Technology (or EPFL).

One of the concentrations of the group's research is the use of techniques of continuum mechanics in modelling and numerical simulations of DNA molecules.

Further details concerning these positions and the application procedure can be found at the site http://lcvmwww.epfl.ch/

Graduate Student/Postdoctoral Positions at CNLD, McGill University

The Centre for Nonlinear Dynamics in Physiology and Medicine (CNLD) of McGill University invites applications from prospective graduate students (at either the M.Sc. or Ph.D. level) and/or postdoctoral fellows.  Graduate students in the CNLD may register in the Department of Physiology, Physics, or Mathematics depending on their background and interests.

Current areas of research interest include: 

· Regulation of hematopoiesis

· Regulation of the cell cycle

· Timed modification (e.g. timed chemotherapy) of the cell cycle

· Time series analysis of cardiac arrhythmias

· Experimental and theoretical models of cardiac arrhythmias

· Dynamics of gene control circuits

Interested candidates should contact either Prof. Leon Glass or Prof. Michael Mackey at:

Centre for Nonlinear Dynamics in Physiology & Medicine

Department of Physiology

McGill University

3655 Drummond Street

Montreal, Quebec H3G 1Y6

CANADA

http://www.cnd.mcgill.ca

glass@cnd.mcgill.ca    or    mackey@cnd.mcgill.ca
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The Biomathematics Unit at Tel Aviv University is seeking a

Postdoctoral Fellow in Theoretical Biology/Ecology

The candidate should hold a Ph.D. degree in Physics, Mathematics or related fields.

The research involves studying the nonlinear dynamics of synchronization phenomena relating to biological/ecological systems. The applicant should have a strong background in both mathematics and computational techniques. Ability to work in a group is essential. The research is part of a collaborative project being set up between Tel Aviv and Potsdam Universities.  For further details please contact Lewi Stone lewi@lanina.tau.ac.il.

Applications (Curriculum Vitae, personal status, and publications) should be submitted to:

Lewi Stone, Biomathematical Unit

Porter Super Center for Ecological and Environmental Studies

Tel Aviv University, Ramat Aviv 69978, Israel

Phone: 972-3-6409806

Fax:   972-3-6409403

Postdoctoral Position in Theoretical Chemistry and Biology

Our group carries out theoretical and modeling work at the interface between chemistry, biology and mathematics.  Recent and current projects range from modeling certain aspects of photosynthesis to the development of mathematical methods for reducing high-dimensional dynamical systems to small systems of ordinary differential equations.  For more information and for a list of our publications, see http://home.uleth.ca/chm/roussel.htm.

We intend to hire a postdoctoral fellow for a period of 18 months, with a possibility of extending the appointment if funding allows.  The salary will be 2500 $CDN per month.  A small relocation allowance will also be available.

Projects will be matched to the successful applicant's interests and skills. A Ph.D. in the biological, mathematical or physical sciences is required. The ideal candidate will have at least some experience in computer programming.  This individual should have a good background in nonlinear dynamics.  Experience in creating and validating models of natural phenomena would be an asset.  Furthermore, the successful applicant should have strong writing skills.

To apply, send a CV along with the names, physical and electronic addresses, phone and fax numbers of two referees, and a cover letter to

                Marc R. Roussel

                Department of Chemistry and Biochemistry

                University of Lethbridge

                Lethbridge, Alberta     T1K 3M4

                Canada

or by email to roussel@uleth.ca.  Email applications should be in plain text, HTML or PostScript (no word processor files, please).  The cover letter should explain how the background of the applicant is relevant to work in theoretical chemistry or biology, with an emphasis on the qualifications described above.  The nature of the applicant's contributions to jointly authored work should also be outlined.
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Officers:

President:
Alan Hastings (amhastings@ucdavis.edu)

Past-President: 
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Secretary:
Charles Smith (bmasmith@stat.ncsu.edu)
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Directors:
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Mark Lewis (mlewis@math.utah.edu)
Lisa Sattenspiel (sattenspiell@missouri.edu)

Dr. John Jacquez: 1922-1999


On October 16, 1999 Dr. John Jacquez, an internationally known mathematical biologist, died at the University of Michigan Hospital at the age of 77.  John was the 4th  president of the Society for Mathematical Biology.


 


Many Society members have expressed an interest in sharing thoughts about him,  so if you  would like to contribute something,  please send it to scholl@smb.org, and it will be compiled into a memorial for him in the next issue of the SMB newsletter.





An obituary, written for the New York Times by Carl Simon, can be found in SMB Digest v99i18 at: ftp://ftp.ncifcrf.gov/smb/digest/v99/v99i18











